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| Gene Information

At3g12780
el 11 TAR
Annotation 111 [AT3G12780.1] PGK1 (PHOSPHOGLYCERATE KINASE 1); phosphoglycerate kinase

1] [AT3G12780 1] similar to PGK (PHOSPHOGLYCERATE KINASE) [Arabidopsis thaliana]
(TAIR AT1G79550 2); similar to phosphoglycerate kinase, putative [Arabidapsis thaliana]

(TAIR AT1GEG190.1); similar ta chloraplast phosphoglycerate kinase [Populus nigra] (GB-BAA33803 1)
Description similar to Phosphoglycerate kinase [Medicago truncatula] (GB-ABE80998 1). similar to
Phosphoglycerate kinase, chlaroplast precursor (GB-P50318); contains InterPro domain
Phosphaglycerate kinase; (InterPro IPRO01576) [Currator summary] nuclear phasphoglycerate kinase
(PGK1)

Arabidopsis thaliana
Map [1] Calvin cycle
[2] Glycolysis/gluconeogenesis

[11 R0O011107

Eooms [2] RO011202
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